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Experimental
procedure for
transcriptomic analysis

Introduction

Number of duplications

Sequencing coverage

Transcriptomic analysis using NGS (RNA-Seq)
Transcriptomic analysis using PacBio (Iso-Seq)

IsoSeq Experimental design

Data analysis ( part
1) : data pre-
processing

evaluation of data quality EiESHr
Data format , fasta , fastq , quality value , gff3 Data cleanup

Quality filter, trimmer, clipper

Data analysis ( part
2) : reference free
analyses ( TBEERED
1)

Gene discovery

Trinity de novo transcriptome assembly

Analysis of Differential Expressed Gene ( DEGs)
Abundance estimation using RSEM

Differential expression analysis using EdgeR
Explore the results (cummerbund)

MA plot, Volcano plot, False Discovery Rate (FDR)

hierarchical two-way clustering, pairwise sample-distance, gene expression
profiles.
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