AiCon

ERATEESNEFIRAKRE

\

=R ATTIEAIHE Y5

_|«3|:|L:L EIED a5

TR BHAEEIIRAKCTO

- @Geeldba ng>.
1% 2 3B R %



1&%51@

=i - I ANA KD

m n
\\.,4
<

I %

TR ZRTBJAPP

H. BAFREE, &

SREVEFITH

A— A T AR DAPD




€€ < s =i - N
BIEZERIALEBEAl JIR 9

E:L'II

R

/

E-a, amitie

.

. " ) .
:::“ooo.o.“

s




=]
5

L

* ;é&,g-iwka RS AR 1 2

o 14 FAIGUSEERF
o 8000+ IARIMAR, AZITWATNKIZARNE SR

s SE—TTREADE

-A—ﬁ%iA%%ﬁu

e AREMNERTHEHEIE

o (AlBIZ) BTl

* AlIRBEETE
o NV

HBEXEFRKES



EF gggggbang) lnfOQ

QCon wsnsres

exmpnFEAe RNIWNE Z I

(1t u5] 2018

=1 : 2018F4H20-22H / iZi)ll: 2018F4H18-19H
p | =00 E5 | i re=g ¥4 == TR

R
Sl
JAES EF‘ @3&1)}&1 3607‘5 o ERE L

1R5I 2818 T RRE 2




Geelcbangy. InfoQ:

D

"4
I\rchSu/'fhmlt )
£ B 22 B h B £

2018 - R®Yllug

M2012FEFIREE, InfoQELESD T 9zmArchSummitEEkZ248 il ® 2012.08.10-12 iFlluk E E
%=, B3¥HBEMicrosoft. Google. Facebook. Twitter. LinkedIn. :
MEEE. M. BESRATRATIBIINERER, ESRI : N
EBZATERAAE L TIEFHETEH. . 2018.07.06-09 FYllts kR A -[i
* 2. 07.06-07.07 -
\ - s | ® = 07.08-07.09 E iy ol
IRES7IFIRES, SEER, EERIE .

%



TABLE OF CONTENTES
‘
=\

K12891E [/ |a] &R
Eee1E e MITE
EEE S EHt X
Al+Z B BIR K

AiCon

ERATEESHEES

ﬂﬂﬂﬂﬂ

%
!



CMURSRfRRRKeEERa0res:
CMU Shanghai Alumni & Parents ForumsNew Vear Partglh "N

<

duaLi}i (o)
°




J
RS




TABLE OF CONTENTES

Al+Z BRI AR K

AiCo

SRATBRESHBY IRAAR

&% =: Geelcbangy. [y 7o ()
1 B 0000 BEPaR | O RSy
%

!



K128

I NF PR, B
e 28 H FTER
* 1.610F~
RKEHBXHL: >30% REXZ T
EXRHE L >4% GDP

- @ | = Enak - 4N B8 AL T e WD P
<> 40 | S R -~ =R ~ "N —— A
3= ,‘Lv“ A | 8BS BE=INIEESE 19 /NN 5=
s "IN N B PO S VRN I - 2N N LA



{E\l/HY (o) 2R

=T
C GBI, IR, ABEEMLH

s RIZ%, ITkm, RZBITXNMENES

I ]
—
S~

o [EFZAEIEL, FrYZHR19K




! il ¥Fa E

| 7

5D o

D EHEE

gy BE/E s ogee P MY N s omm | | B3I M HME ®H SEomEFeE

Trr  BEE #y me ot BEEl J,zi‘;; s BE L Sge wam wmet WES oth B @ EE

2017 FREAESF W F 2RI RER

SRR I & BT B EWTIC 2




B—hER Bk SB=RTER
R (El T B

& . T ES &B’Jﬁﬁ@éﬁﬁé J

13 El’J ﬁh%q—%—- HITE

F»éi'i

SBPURTER

SHED T

CETXIYIIER

SRYE R RL |

= =3 VT

; R

HIToIES ; 557] 4

fmf tEFEXIMHRNES

L e RS
H— TR

SREE,

P017EREEZEWFENREITE

YR

S R oEbe H 0T 98 KL 2



. BN T dE o v N
* __:Lj_l'_’.\ j-l:l} ;:I:/\::\ ‘}&Jijl\’i__ .Z-j:’til.,_._t

= LY




TABLE OF CONTENTES

ikl

K129\l |o]) &t

IEI ﬁl: ':Jf/ETHZEQ
Al+Z BRI AR K

AiCon

SRATEBESHNAEZ

ﬂﬂﬂﬂﬂ

%
!



& 8e 1ENNIF

° Eﬁj]ﬂ-ﬁ, ] E&LJ\
'_L|:| Ell/\%u (LSTM) TKEEHXI}f%:’/fIE
NIEEE (LR, SVM. DNN) {H1t3] 49

-+ Geekbang>. InfoQ

S L ! T N Al M 4N B8 AL T 0 Ll O
™ A | B BE =1 MLEEZ 140K ’J ro
TN N PR PO NVRN T I IATIN N &5



TBEEBIA

FFIEFE HY

RE
0kt
R
=
2

By S

- O8
P—. -
| — ,"1 o
—




_I« = _I«/\J’EZIIUE_ER

Recognition
Input Speech Observation| [~-===-==-==-==» Best Word
Signal Sequence Sequence
» Front-End P

|
|
Decoder | >
|
|

Acoustic . Language
Model bictionary Model
P(O|W)* P(W)

=argmax P(W |O) = arg max =argmax P(O [W)* P(W)
W W W

P(O) p N

EREE EEEE

Likelihood Prior



:':'&L'jR%FU

FRREATEIEEES TG EN RS Z BRI RS

» RIBEERESIFM, FANEAHMM (hidden Markov model)X1EE1E

- 6 @ ;

o FINAIHMMILNIFZELE GMM (Gaussian mixture model)F1R fZ 2R I 2%

5

(LSTM or CNN)

-




18 = 1= 82

s BERBAFITE—9)1E W(wi, we, wa ...) HITAIHEER

o HEANIESREIgN-gram

P(W)=P(w,)=P(w, [w)*P(w, |w,W,)=*...%P(W |W,W,.., W )

S \\ |

» RNN (recurrent neural network) =B IR Z{FFE




s FHERZTEANRIERTT

o« XRHAIEMINGIE (Viterbi
search)

° ngTA:lﬁJﬁ&ﬁ, flé ] Beam
Search & BEI1F RN D X




ML

sMreE. AME. &E. &

RENEENESTPN

%—I—
X5

3
¥
<IH
—\
I_
1
|

I
N
=]
—_
1/

I/I

REFIE: FFRBNRAESD. BEEESDS

MAE: 1BE. BinFE

12 BRI EN L ZE. BEE0 M. 1BEF

EWEE: SREMERMARI SR




MR A

Input DNN Classifiers Frame-level LSTM
Features Posteriors Mispronunciation Detector
. % —— correct
__I I I I T e s (oriman) —[
5 mispronounced
—| =% [ |-
Manner I
S -~
e o —_— e Append cse
Aspiration -[l ﬂ
—| =% |—] -]
Voicin X X2 X3 Xy

Figure 2: Overview of mispronunciation detection framework
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Baseline Regression Model 0.679
3aseline Neural Network 0.716
SingSound Regression Model 0.739

SingSound Neural Network 0.754
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Baseline SMT Model 51.5

SingSound SMT Model 52.3
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What is genetic risk? Genetic risk refers | to your chance of inheriting a disorder or disease. People get certain

because of genetic changes. How much a genetic change tells us about your chance of developing a
disorder is not always clear. If your genetic results indicate that you have gene changes associated with an increased

risk of heart disease, it does not mean that you develop heart disease. The opposite s also true. If your

genetic results show that you do not have changes associated with an increased risk of heart disease, it is still
possible that you (will develop) heart disease. However, for some rare diseases, people who have certain

gene changes are guaranteed to develop the disease.

, are we

® When we are |7 |with certain genetic to disclose this result to our relatives? My

answer is no.

On one hand, we do not want this potential danger frightening effects in our families' later lives. When people

around us know that we certain ase, theiraltit will , whether caring us too much or
keeping away from us. And both are not what we want, since most of us just want to live as a normal people.

Surrounded by such concerns, it is very...
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