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Spatial and temporal model of origin of novel avian influenza A H7N9 virus
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Genesis of the novel human-infecting influenza

A(H10NS8) virus and potential genetic diversity of the
virus in poultry, China
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Genetic tuning of the novel avian influenza A(H7N9)

virus during interspecies transmission, China, 2013

FIGURE 4

Proposed genetic tuning mechanism of avian influenza A(H7N9) viruses during interspecies transmission
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