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Pathogens Genomics

Pathogen infections are among the leading causes of
infirmity and mortality among humans and other animals
in the world. Until recently, it has been difficult to compile
information to understand the generation of pathogen
virulence factors as well as pathogen behaviour in a host
environment. The study of Pathogenomics attempts to
utilize genomic and metagenomics data gathered from high
through-put technologies to understand microbe diversity
and interaction as well as host-microbe interactions
involved in disease states.
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e Causes of Genomic Diversity

— Gene Loss / Genome Decay

— Gene Gain/ Gene Duplication

— Genome Rearrangement

— Single Nucleotide Polymorphism
* Analysis of Genomic Diversity

— Pan-genomes and core genomes

e Mobile Genetic Elements that Encode
Virulence factors
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e Causes of Genomic Diversity

—Genpeloss/ Genome Decay
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— Genome Rearrangement / Reassortment

— Single Nucleotide Polymorphism
* Analysis of Genomic Diversity
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H7NOS
Avian Influenza
Virus
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Figure 2. Hypothetical Host and Lineage Origins of the Gene Segments of the Novel Reassortant Human Influenza A (H7N9) Viruses.

The colors of the gene segments in the ovals indicate their origin. BJ16 denotes A/brambling/Beijing/16/2012, KO14 A/wild bird/Korea/
A14/2011, and ZJ12 A/duck/Zhejiang/12/2011.
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Human infections with the emerging avian influenza A
H7N9 virus from wet market poultry: clinical analysis and
characterisation of viral genome

Yu Chen*, Weifeng Liang*, Shigui Yang*, Nanping Wu*, Hainv Gao, Jifang Sheng, Hangping Yao, Jianer Wo, Qiang Fang, Dawei Cui, Yongcheng Li,
Xing Yao, Yuntao Zhang, Haibo Wu, Shufa Zheng, Hongyan Diao, Shichang Xia, Yanjun Zhang, Kwok-Hung Chan, Hoi-Wah Tsoi, Jade Lee-Lee Teng,
Wenjun Song, Pui Wang, Siu-Ying Lau, Min Zheng, Jasper Fuk-Woo Chan, Kelvin Kai-Wang To, Honglin Chen, Lanjuan Li, Kwok-Yung Yuen

Summary

Background Human infection with avian influenza A H7N9 virus emerged in eastern China in February, 2013, and  published online

has been associated with exposure to poultry. We report the clinical and microbiological features of patients infected April 25,2013

with influenza A H7N9 virus and compare genomic features of the human virus with those of the virus in market htp://d.dol.01g/10.1016/

. . . 50140-6736(13)60903-4
poultry in Zhejiang, China. )
*These authors contributed

equally to this work
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